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Ocean virology:
mzomos: (JOEANS using RNA to understand viruses In nature
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Virocells: a window into virus-host relationships

In the oceans, 1in 3 cells are infected by viruses. We are using time-resolved
multi-omics (DNA, RNA, protein, metabolites) infection experiments to study the
“systems biology” of these virus-infected cells, or virocells.

Figure 1. Studying myriad
biomolecules (DNA, RNA,
proteins, metabolites) that
encode complementary
information that cells use
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RNA viruses - good viruses in the seas !!

Virologists have studied a few hundred RNA viruses because they infect
plants or animals (including humans). However, RNA viruses are also normal
components of the world’s oceans. We study community RNA sequences
sampled from the global oceans, and this doubled the number of known RNA
virus phyla from 5 to 10 and systematic Al-powered discovery and taxonomic
methods, as well as uncovering a missing
link in early evolution of litfe!

qverviricetes

Duplornaviricota; Vid
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groups discovered in the
oceans. One of these, the
Taraviricota, are ubiquitous
in the oceans and
represent a missing link in
the early evolution of life!
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